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20135689 lllumina Single Cell 3' RNA Prep, T2 (8 samples, 2000 cells/sample) 348,200 278,560 261,150
20135691 lllumina Single Cell 3' RNA Prep, T10 (8 samples, 10,000 cells/sample) 663,300 530,640 497,475
20135692 lllumina Single Cell 3' RNA Prep, T20 (4 samples, 20,000 cells/sample) 442,200 353,760 331,650
20135693 lllumina Single Cell 3' RNA Prep, T100 (2 samples, 100,000 cells/sample) 928,500 742,800 696,375
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