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mRNA-Seq A
® 10 pg~ DEMEtotal
SMART-Seq® mRNA LP RNA S 58 ] A 24[E | 634768 | ¥270,000 | ¥189,000
SMART-Seq® mRNA LP (with UMIs) TEOE 24 | 634762 | ¥319,000 | ¥223,300
nF/N\—3—FK
® S B84, 10 pg total
SMART-Seq® mRNA HT LP RN S8 B 24[E | 634792 | ¥193,000 | ¥135,100
can® . DU NEIVRICRE
SMART-Seq® mRNA Single Cell LP e 24[E | 634786 | ¥270,000 | ¥189,000
Total RNA-Seg A
SMART-Seq® Total RNA Single Cell ER-RHR-FUrDY
(ZapR® Mammalian) TSI 240 634360 | ¥378,000 | ¥264,600
can® - EF-TIR-SUED
SMART-Seq" Total RNA Pico Input total RNA 250 pgvi> | 24[E | 634357 | ¥315,000 | ¥220,500
(ZapR™ Mammalian) Fa0
SMART-Seq® Total RNA Pico Input with UMIs | ti3ad¥vk
(ZapR® Mammalian) A SN 24[E | 634354 | ¥399,000 | ¥279,300
LEMEXR T . IRNA
SMART-Seq® Total RNA Mid Input BFEFARNA 100 pg | 24 | 635049 | ¥218,000 | ¥152,600
ALY L
_Gan® i Eb-YIR-ZvbD
SMART-Seq " Total RNA High Input total RNA 100 ng#v> | 24[E | 635046 | ¥286,000 | ¥200,200
(RiboGone™ Mammalian) @5
L/ 7EHT
SMART-Seq® Human BCR (with UMIs) ERBCRL /N7 R4 24[8] 634777 | ¥330,000 | ¥231,000
SMART-Seq® Human TCR (with UMIs) ERTCRL/Sh7 4T 24[E | 634780 | ¥330,000 | ¥231,000
SMART-Seq® Mouse BCR (with UMIs) < RBCRL/SN7HEAT | 24[E | 634352 | ¥330,000 | ¥231,000
SMART-Seq® Mouse TCR (with UMIs) YOATCRUL/SNFEMT | 24[E] 634815 | ¥330,000 | ¥231,000
DNA-SeqH
MEDNAY LTI
ThruPLEX® DNA-Seq Kit (50 pg~50 ng)H5 | 24[E | R4A00674 | ¥146,000 | ¥102,200
L

¥ EZA—HRITFAOTVIRTEFNELADT, FARIBAILLEN,

ZEXETOMNOT—r70—FEET W

Clontech TakaRa cellartis



O TEXFETOHRN

T R—R=

e
WEFRIBEZLA ==
(4 AL
® 7—Y70—
SMART-Seq®>1)—X  MERHFOIT—ILRRE E—
Total RNA or cell(s)
B NAAAAAAAAAA POy AT
Template = Primer

switching oligo

and tailing

|
|

K 5 NAAAANAAVAVAVAVANANAN
XK

Template switching
and extension by RT

ThruPLEX®S1)—X

5 min
2. 45 -3y
Library Synthesis
Master MixZ &0

5 min
1. TVRYRF
Template Preparation
Master MixZ 70

Fragmented
double-stranded —— —
DNA/cDNA

NI XF B LIEHT 155

First-strand synthesis

RIEIWESREZ
CHRADL. ¥t
HAERFTE~NLEL

I

e

K

1F1—T TR

1F21—7 2B DIE1E. 3 Step

5 min
3. R, UK. HEE
Library Amplification Master Mix
& Indexing Reagents% 7

- Purify Illumina
- Quantify _—
-Pool NGS

ARFSUTRALEHBRFT R THRAELTRELTEYET Eb BIMAOER. BRSHAICIERALEVIS TSN, Fio BR. LM REASRFLLT

ERLLZLTZEL,

ANFNAFOEBERTICHSOBR-FE. BR-BEO-HOORE. GRANSOMEIERTIIEFREIESNTOES,

SAEVRGEICET ARFOFERISEH VT TH A E B,

ARFSVISRHEIN TV G EH BB LUBERE AL R, FUHOES . FEEREALLLIREROEETHY. ChLBEEFEEIRELET .

‘ARFSURBOMEE2025F7 A 14BREDHLE/DEMIETT . MIRISHERITEENTEY

FtA, 2025 7R 1ERKG

INI)\ T ABRASAL

BERES(ER TEL 03-3271-8553 FAX 03-3271-7282
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